Ophiostoma dentifundum sp. nov. from oak in Europe, characterized using molecular phylogenetic data and morphology.
Previous phylogenetic studies based on ITS sequence data have shown that Ophiostoma species with Sporothrix anamorphs include several species complexes. Isolates from oak in Poland and Hungary, which have previously been referred to as O. stenoceras, as well as isolates morphologically similar to S. inflata formed the basis of this study. Identification was based on sequences for the ITS region of rDNA operon and partial beta-tubulin gene. Analyses showed that isolates from Poland and Hungary reside in a well resolved clade, separate from those in the O. stenoceras-complex. The morphology of these isolates was compared with those of strains in the O. stenoceras complex and S. inflata. Morphological differences in teleomorph and anamorph structures were found between the isolates from Poland and Hungary and those in the O. stenoceras-complex. Growth characteristics and the presence of the teleomorph in culture could be used to separate this fungus from isolates in the S. inflata-complex. The fungus from Poland and Hungary is described here as O. dentifundum sp. nov. It is phylogenetically most closely related to isolates of S. inflata, which represent four well defined groups based on morphology and DNA sequence phylogeny.